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Cas7-11 guide report

Total candidates Usable in all variants

1 gRNA_002858 CATTATGGCTTCTGCGTGATACGGC xist
2 JRNA_007054 TCAAGTTCTTGGTGCGGTATAACGC xist

gRNA_002332 CAAGTTCTTGGTGCGGTATAACGCA xist

5 gRNA_007001 TATTAGTGTGCGGTGTTGCGCGGAA  xist
6 9RNA_004703 GAGACTCTAAGGACTACTTAACGGG xist

8 9RNA_004656 GACTCTAAGGACTACTTAACGGGCT  xist
Rank Guide

10 9RNA_000133  AACAATGGGAGCTGGTTCGTCTATC  xist
n 9RNA_003451 CCTTGAGTCTTGTGTACGCTAGTAA  xist
12 RNA_000056 AAAGCCAAGGAGTGCTCGTATTAGT xist
13 gRNA_000435 AAGTTCTTGGTGCGGTATAACGCAA xist
14 9gRNA_000318  AAGCCAAGGAGTGCTCGTATTAGTG  xist
15 9gRNA_005618 GGATGATGTCGGATCCGATTCGAGA xist
16 9RNA_008044 TGGATGATGTCGGATCCGATTCGAG  xist
17 gRNA_001675 AGTGTTGGTTGCCACTTGACGTAAC xist
18 9gRNA_006092 GTATTAGTGTGCGGTGTTGCGCGGA xist
19 9gRNA_001464  AGGCCATTTGGAAGAGTTGACGGGT  xist

20 gRNA_004619 GACCTCGGATACCTGCGTTTAGTCT xist

Displayed guides

Cas7-11 RNA Spacer Designer

Transcript maps
@ guide position @ highlight on hover, /click target
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Guide sequence views

@ spacer target region @ 3' terminal cleavage-proximal core
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